






































































































































































21871(2021-09)

Medical or Midwifery Staff Request for Exception
COVID-19 Mandatory Immunization for Workers

In keeping with AHS’ mission and values and to protect AHS’ workers, patients and others accessing the health system 
and at all AHS sites, AHS leadership has established the Immunization of Workers for COVID-19 Policy (Policy 1189) (the 
“Policy”). As of October 31, 2021, Alberta Health Services, Alberta Precision Laboratories, Carewest, CapitalCare, and 
Covenant Health employees, members of the medical and midwifery staffs, students, volunteers, and other persons acting 
on their behalf will be required to be fully vaccinated and have provided proof of vaccination to AHS.

This questionnaire may be submitted by any AHS Medical or Midwifery Staff member who is not an AHS, Alberta Precision 
Lab or Covenant Health employee who wishes to be granted an exception under the Policy. It may also be used by 
medical residents or fellows who are not AHS employees. If the request includes a medical exception request (Part 2 
of this form), it must also be filled in and signed by a regulated Primary Care Provider. If the Medical or Midwifery Staff 
member is an AHS, Alberta Precision Lab or Covenant Health employee, the employee process must be followed and not 
this exception request process.

Completed forms should be submitted by email to md.midwife.covidvacc@ahs.ca

Part 1. Medical or Midwifery Staff Member Identification
Last Name First Name

Regulatory College
o CPSA o ADAC o Podiatry o Midwifery

ion Number

Nature of Exception Request      
o Medical Exception (Part 2 to be completed by Primary Care Practitioner)
o Other Exception (Part 3 to be completed the Medical or Midwifery Staff member)
Part 2: Medical Exception Details
To be completed by the Primary Care Provider providing care to the Medical or Midwifery Staff Member named in Part 1. 
The Medical or Midwifery Staff member is responsible for any costs the Primary Care Provider may charge to complete 
this form.
o  I acknowledge that I have reviewed the information on contraindications and recommended precautions

for COVID-19 vaccines and links to resources (pages 4 and 5 of this form).
Number of years you have known the individual named in Part 1 as a patient of yours? _____________________

Does the patient have any of the contraindications or recommended precautions to receiving COVID-19 
vaccine that are noted in the references provided?                                                            o Yes           o No
If yes, please specify reason _____________________________________________________________________________

_________________________________________________________________________________________________________ 

Do you feel that the patient should not receive the COVID-19 vaccine due to a medical condition that is not 
listed as a contraindication or recommended precaution?                                             o Yes           o No
If yes, please specify reason _____________________________________________________________________________

_________________________________________________________________________________________________________  

If your patient has a medical condition that precludes COVID-19 immunization, then what is the anticipated 
timeframe?
o Permanent o Temporary (if checked, specify time to resolution)  _________________________

Has your patient previously received a dose of COVID-19 vaccine? o Yes o No
If yes, details related to vaccine below 

Date Vaccine Received (dd-Mon-yyyy) Type of Vaccine
o Pfizer o Moderna o AstraZeneca
o Other (specify) ______________________________
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Medical or Midwifery Staff Request for Exception
COVID-19 Mandatory Immunization for Workers

Were there any adverse reactions after receipt of COVID-19 vaccine?
If yes, please provide details (e.g. timing of reaction in relation to when vaccine was received, nature of the adverse 
reaction, any required treatment, etc) and confirm if the Adverse Event Following Immunization (AEFI) was 
reported to Public Health (https://www.albertahealthservices.ca/info/Page16187.aspx).   
Please provide any AEFI documentation if available.

Is there any additional information that you feel would be pertinent to your patient’s request for an exception 
on medical grounds to AHS’ COVID-19 immunization policy? 

Primary Care Provider Name Relevant Alberta Regulatory College

Signature Date (dd-Mon-yyyy)

Your immunization status information is being collected under the authority of section 33(c) of the Freedom of Information 
and Protection of Privacy Act (Alberta), and will be used and disclosed as necessary to: (i) manage and administer your 
working relationship with AHS, Covenant Health, and Alberta Precision Labs, as applicable, including your fitness for work 
and exception requests, (ii) manage COVID-19 outbreaks, (iii) ensure that there are sufficient healthy staff available to 
provide health services to Albertans across the province, and (iv) comply with obligations under the Occupational Health 
and Safety Act (Alberta), the Regional Health Authorities Act (Alberta) and the Public Health Act (Alberta). If you have 
questions or concerns about the collection, use or disclosure of your information or the completion of this form, please 
contact an administrator at md.midwife.covidvacc@ahs.ca.
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Part 3. Other Reason for Exception Request
To be completed by the Medical or Midwifery Staff member named in Part 1.
If there are any grounds other than medical on which you are requesting an exception under the Policy, 
please describe those grounds and any relevant, associated context.

Medical or Midwifery Staff Member Signature Date (dd-Mon-yyyy)
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Vaccine Product Monographs and Biological Pages 

mRNA Vaccines 
 Pfizer-BioNTech:  

• https://covid-vaccine.canada.ca/info/pdf/pfizer-biontech-covid-19-vaccine-pm1-en.pdf 
• https://www.albertahealthservices.ca/assets/info/hp/cdc/if-hp-cdc-ipsm-covid-19-pfizer-

bio-pg-07-203.pdf 

 Moderna:  
• https://covid-vaccine.canada.ca/info/pdf/covid-19-vaccine-moderna-pm-en.pdf 
• https://www.albertahealthservices.ca/assets/info/hp/cdc/if-hp-cdc-ipsm-covid-19-

moderna-bio-pg-07-204.pdf 
 

Viral Vector Vaccines 
 Astra-Zeneca:  

• https://covid-vaccine.canada.ca/info/pdf/astrazeneca-covid-19-vaccine-pm-en.pdf 
• https://www.albertahealthservices.ca/assets/info/hp/cdc/if-hp-cdc-ipsm-covid-19-

astrazeneca-covishield-bio-pg-07-205.pdf 

 COVISHIELD:  
• https://covid-vaccine.canada.ca/info/pdf/covishield-pm-en.pdf 
• https://www.albertahealthservices.ca/assets/info/hp/cdc/if-hp-cdc-ipsm-covid-19-

astrazeneca-covishield-bio-pg-07-205.pdf 

 Janssen: https://covid-vaccine.canada.ca/info/pdf/janssen-covid-19-vaccine-pm-en.pdf 
 
 

Contraindications and Recommended Precautions for COVID-19 Vaccines 
 

Source:  National Advisory Committee on immunizations. Recommendations on the use of COVID-19 Vaccines 
(https://www.canada.ca/en/public-health/services/immunization/national-advisory-committee-on-
immunization-naci/recommendations-use-covid-19-vaccines.html) 

 
1. An authorized COVID-19 vaccine should not be offered routinely to individuals with a history of 

severe allergic reaction (e.g., anaphylaxis) after previous administration of a COVID-19 vaccine 
using a similar platform (mRNA or viral vector). If a risk assessment deems that the benefits outweigh 
the potential risks for the individual, and if informed consent is provided, an authorized COVID-19 vaccine 
using a different platform may be considered for re-immunization (i.e., individuals with anaphylaxis post 
mRNA vaccine may be offered a viral vector vaccine and individuals with anaphylaxis post viral vector 
vaccine may be offered a mRNA vaccine). 

An authorized COVID-19 vaccine should not be routinely offered to individuals who are allergic to 
any component of the specific COVID-19 vaccine or its container. 

For a comprehensive list of components in the vaccine and packaging, please consult the product leaflet or 
information contained within the product monograph available through Health Canada's Drug Product 
Database (https://www.canada.ca/en/health-canada/services/drugs-health-products/drug-products/drug- 
product-database.html). 
Table 4 (below) lists potential non-medicinal ingredients in authorized, available COVID-19 vaccines that 
have been associated with allergic reactions in other products. These reactions have occurred rarely and 
ranged from mild cutaneous reactions to anaphylaxis. 
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2. Persons who received antiviral monoclonal antibody therapy or convalescent plasma for 
COVID-19 treatment: 
 There is insufficient evidence on the receipt of both a COVID-19 vaccine and anti-SARS-

CoV-2 monoclonal antibodies or convalescent plasma for treatment or prevention. 
Therefore, timing of administration and potential interference between these two products 
are currently unknown and expert clinical opinion should be sought on a case-by-case 
basis. 

 
3. Contraindications or recommended precautions to receiving mRNA COVID-19 vaccines (e.g. Pfizer-BioNTech, 

Moderna): 
 As a precautionary measure, the second dose in the mRNA COVID-19 vaccination 

series should be  deferred in individuals who experience myocarditis or pericarditis 
following the first dose of an mRNA COVID-19 vaccine until more information is available. 

 
4. Contraindications or recommended precautions to receiving viral vector COVID-19 vaccines (e.g. 

AstraZeneca, Janssen): 
 Patients who have experienced venous or arterial thrombosis with thrombocytopenia 

following vaccination with a viral vector COVID-19 vaccine should not receive a second 
dose of a viral vector COVID-19 vaccine. 

 As a precautionary measure following the international cases that have been reported, 
individuals with a history of capillary leak syndrome should not receive the AstraZeneca 
/COVISHIELD COVID-19 vaccine. 

 As a precautionary measure, individuals who developed Guillain-Barré Syndrome (GBS), 
without other identified cause, within 6 weeks of having received a viral vector COVID-19 
vaccine should not receive another dose of viral vector vaccine. 



















From: 

To: 

Cc: 

Subject: 

Date: 

Hello Janice, 

RE: Jomha (SUR) LOA - physician information requested 
November 8, 2021 4:23:00 PM 

This is Exhibit "I" referred to in the 
Affidavit ofNadr Jomha 

sworn (or affirmed) before me at 

Please understand the extreme duress and distress this has caused me personally and 

professionally. Kindly provide me the curtesy of an appropriate amount of time to digest and 

respond accordingly. To date, I do not agree with the manner in which this was handled and the 

actions taken by the Zone and AHS. 

I have recently submitted a religious exception request and await the response from that. 

Regards, 

Nadr 

From:  

Sent: November 3, 2021 8:56 AM 

To:  

 physician information requested 

Hi Dr. Jomha, 

Please fill out the attached (LOA) document and return to myself at your earliest convenience. 

Thanks, 

Janice  

 

 
 

 
 

 
 

 
 

This message and any documents attached hereto, is intended only for the addressee and may contain privileged or 
confidential information. Any unauthorized disclosure is strictly prohibited. If you have received this message in error, 
please notify the sender immediately so that we may correct our internal records. Please then delete the original message 

This message and any attached documents are only for the use of the intended recipient(s), are 

confidential and may contain privileged information. Any unauthorized review, use, retransmission, 

or other disclosure is strictly prohibited. If you have received this message in error, please notify the 

sender immediately, and then delete the original message. Thank you. 
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Rapid communication

Nosocomial outbreak caused by the SARS-CoV-2 Delta 
variant in a highly vaccinated population, Israel, July 
2021
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A nosocomial outbreak of SARS-CoV-2 Delta vari-
ant infected 42 patients, staff and family members; 
39 were fully vaccinated. The attack rate was 10.6% 
(16/151) among exposed staff and reached 23.7% 
(23/97) among exposed patients in a highly vaccinated 
population, 16–26 weeks after vaccination (median: 
25 weeks). All cases were linked and traced to one 
patient. Several transmissions occurred between indi-
viduals wearing face masks. Fourteen of 23 patients 
became severely sick or died, raising a question about 
possible waning immunity.

Israel was one of the first countries to achieve a high 
level of full vaccination with the Comirnaty (BNT162b2 
mRNA, BioNTech-Pfizer, Mainz, Germany/New York, 
United States (US)) vaccine against severe acute respir-
atory syndrome coronavirus 2 (SARS-CoV-2). From May 
through mid-June 2021, with more than 55% of the pop-
ulation fully vaccinated, new cases decreased to less 
than two cases per million, with no social restrictions, 
indicative of very high vaccine effectiveness [1,2]. 
Since mid-June, a sharp increase in cases has been 
observed, attributed to the SARS-CoV-2 Delta variant 
(Phylogenetic Assignment of Named Global Outbreak 
(Pango) lineage designation B.1.617.2 and AY.* sublin-
eages), which by mid-July constituted more than 95% 
of sequenced virus isolates in Israel [3]. This variant 
was assessed to have higher transmissibility than the 
Alpha variant (B.1.1.7 and Q.* sublineages) [4].

We present an investigation of a coronavirus disease 
(COVID-19) outbreak that started from one unidentified 
COVID-19 patient, with extensive, rapid nosocomial 
spread among vaccinated, including individuals wear-
ing surgical masks.

Setting
Meir Medical Center has 780 beds, most rooms accom-
modate three to four patients, 1 m apart with separa-
tion curtain partitions between beds. Starting in March 
2020, patients have been encouraged to wear surgical 
masks. Although use was inconsistent, it was enforced 
during patient–staff encounters for both sides. On the 
dedicated COVID-19 ward, dedicated staff members 
worked with full personal protective equipment (PPE): 
N-95 mask, face shield, gown, gloves and hair cover.

Outbreak investigation
Contact investigations were carried out by trained 
infection control personnel and were initiated after 
suspected nosocomial acquisition or COVID-19 diag-
nosis of a staff member confirmed by positive PCR for 
SARS-CoV-2. All exposed individuals were PCR-tested 
for SARS-CoV-2. All those testing positive were consid-
ered as a COVID-19 case. All data were collected in real 
time and included all patients and personnel exposed 
to a case, last negative SARS-CoV-2 test, presence of 
symptoms, date of symptom onset, any sick family 
member, and vaccination status and date. All exposed 
individuals were PCR-tested for SARS-CoV-2. Whenever 
more than one patient was identified as COVID-19 
case, all staff and patients on the ward were screened 
regardless of a known encounter with the positive 
case. All exposed patients found negative in the first 
screening, were cohorted and rescreened 7 days post 
exposure. All identified cases were either transferred 
to a dedicated COVID-19 unit or discharged as per clini-
cal status.

The index case was a fully vaccinated haemodialysis 
patient in their 70s. They were admitted to Ward A in 
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mid-July with fever and cough and placed in a room 
with three other patients. On admission day, the index 
case was not tested for SARS-CoV-2, because their 
symptoms were mistaken for possible bloodstream 
infection exacerbating congestive heart failure. During 
their stay, the index case and one roommate were dia-
lysed every other day in the dialysis unit. Four days 
after admission, the index case was diagnosed with 
COVID-19 by PCR for SARS-CoV-2 E gene with a quan-
titative cycle (Cq) value of 13.59; the case was there-
fore transferred to a COVID-19-dedicated unit of Ward 
B. On the same day, all three of this case’s roommates 
on Ward A were screened for SARS-CoV-2 and tested 
positive and were transferred to the dedicated ward or 
discharged.

The contact investigation included Ward A, the dialysis 
unit (contacts of the index case) and Ward C following a 
1-day stay of Case 1. This investigation revealed a total 
of 27 COVID-19 cases by SARS-CoV-2 PCR: 16 patients, 
including the index case, nine staff and two family 
members.

The COVID-19 diagnosed cases were transferred on the 
day of their diagnosis to a COVID-19 unit on Ward B, 
which operated as a mixed ward because of the small 
number of COVID-19 patients in our hospital at the time. 
Half the ward was dedicated to COVID-19 patients, 
with dedicated staff in full PPE, while half remained a 
regular ward. The index case was treated on transfer 
day by a healthcare worker (HCW) who had recovered 
from COVID-19 a year earlier, and was vaccinated once, 
as per Israeli guidelines [5]. Three days after transfer 
day, this HCW attended a room in the regular ward 
with three patients of whom two developed symptoms 
compatible with COVID-19 2 days later and tested posi-
tive for SARS-CoV-2. Contact investigation on Ward B 

identified a total of 19 COVID-19 cases by SARS-CoV-2 
PCR: 10 staff, including the aforementioned HCW, eight 
patients, including the three above, and one family 
member.

The calculated attack rate among all exposed patients 
and staff was 10.6% (16/151) for staff and 23.7% 
(23/97) for patients, in a population with 96.2% vacci-
nation rate (238 vaccinated/248 exposed individuals).

Sequencing and analysis
Sequence and patient data were obtained via the 
Israel National Consortium of SARS-CoV-2 sequenc-
ing. FASTQ files underwent processing, mapping to the 
reference genome (NC_045512.2) and construction of 
consensus FASTA sequences as previously described 
[6]. All sequence data were deposited and are avail-
able in GISAID [7]. Phylogenetic trees were constructed 
using NextStrain’s Augur pipeline and visualised with 
auspice [8].

We conducted phylogenetic analysis on the whole-
genome SARS-CoV-2 sequences that were available 
for 12 cases in this outbreak, including staff and 
patients from Wards A, B and C and dialysis depart-
ments (Figure). All were infected with the Delta variant 
and epidemiologically and phylogenetically connected 
to the same outbreak except for Case 11 from Ward C. 
Case 11 and three staff members identified on Ward C 
were not considered as part of this outbreak. The three 
staff members from Ward C were exposed to both Case 
1 and Case 11 and therefore the source of their infection 
could not be verified.

Demographic and clinical information
Of the 42 cases diagnosed in this outbreak, 38 were 
fully vaccinated with two doses of the Comirnaty vac-
cine, one was recovered with one vaccination and 
three were unvaccinated. The median age was 55 years 
(interquartile range (IQR): 36–77.5) and 24 were female. 
Twenty-three were patients, 16 staff members and three 
family members. The median time from second vaccine 
dose to breakthrough infection was 177 days (range 
111–194). On the day of diagnosis, only 24 individuals 
were symptomatic, but in the following days, 36 had 
become symptomatic. All staff (median age: 33 years; 
range: 22–48) remained asymptomatic or with mild 
disease. Among the patients (median age: 77 years; 
range: 42–93; median time from second vaccine dose 
to infection: 176 days; range: 143-188), eight became 
severely ill, six critically ill and five of the critically ill 
died (Table). The patient population was considerably 
older than staff and all patients had comorbidities: dia-
betes mellitus (n = 9), hypertension (n = 16), ischemic 
heart disease (n = 12), congestive heart failure (n = 7), 
dementia (n = 5), body mass index > 30 (n = 8), chronic 
renal failure (n = 11) of whom six were on dialysis. Eight 
patients were immunocompromised.

The median Cq values on diagnosis days were 19.9 (IQR: 
17.8–25.1) and were lower for symptomatic individuals 

Figure 
Whole genome-based phylogenetic tree of SARS-CoV-2 
Delta isolates, nosocomial outbreak, Israel, July 2021 
(n =12)
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visualised with Auspice [8]. The numbers represent the Patient 
numbering used in the manuscript text and Table.
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(median: 18.2; IQR: 15.7–21.7) than for asymptomatic 
individuals (median: 22; IQR: 18–28), but the differ-
ence was not statistically significant.

Ethical statement
The clinical data of this work was from an outbreak 
investigation; thus ethical approval was waived by the 
Meir Medical Center Ethical committee. The bioinfor-
matics work was conducted according to the guidelines 
of the Declaration of Helsinki and approved by the 
Institutional Review Board of the Sheba Medical Center 
institutional review board (7045–20-SMC). Patient 
consent was waived because the study used remains 
of clinical samples and the analysis used anonymous 
clinical data.

Discussion
We have investigated a nosocomial COVID-19 outbreak 
involving the SARS-CoV-2 Delta variant among a highly 
vaccinated population. The attack rate among exposed 
individuals reached 23.3% in patients and 10.3% in 
staff, with 96.2% vaccination rate among exposed 
individuals. Moreover, several transmissions probably 
occurred between two individuals both wearing surgi-
cal masks, and in one instance using full PPE, including 
N-95 mask, face shield, gown and gloves.

In a recent publication by Bernal et al., the effective-
ness of full vaccination with the Comirnaty vaccine 

against the Delta variant was high, although lower than 
against the Alpha variant (88% vs 93.7%) [9]. This was 
not the experience in Israel, with a rapid increase in 
cases since June 2021 despite a high vaccination rate 
[1].

Although reports of breakthrough infections are 
increasing [10-12], this communication emphasises 
several points. It challenges the assumption that high 
universal vaccination rates will lead to herd immunity 
and prevent COVID-19 outbreaks. This was probably 
true for the wild-type SARS-CoV-2 virus, but in the out-
break described here, 96.2% of the exposed popula-
tion was vaccinated. Infection advanced rapidly (many 
cases became symptomatic within 2 days of exposure), 
and viral load was high. Another accepted view is that, 
when facing a possible mismatch between the SARS-
CoV-2 variant and vaccine or waning immunity, the 
combination of vaccine and face mask should provide 
the necessary protection. Although some transmission 
between staff members could have occurred without 
masks, all transmissions between patients and staff 
occurred between masked and vaccinated individuals, 
as experienced in an outbreak from Finland [12]. We 
cannot rule out that protection measures were not opti-
mally implemented, however, transmissibility in sum-
mer 2021 differs from our experiences in the previous 
18 months. Whether this can be attributed to the low 
Cq and high transmissibility of the Delta variant is not 

Table
Case data, nosocomial COVID-19 outbreak, Israel, July 2021 (n = 23)

Case Age group (years) Gap (days) vaccine to diagnosis Cq COVID-19 maximal disease severity Died
Index 70-79 169 13.6 Critical Yes
1 80-89 172 15 Critical Yes
2 50-59 175 18 Severe No
3 60-69 176 17.6 Severe No
4 80-89 181 20.5 Severe No
6 40-49 143 15 Moderate No
7 70-79 182 16 Critical Yes
9 50-59 Not vaccinated 24 Mild No
10 80-89 171 28 Severe No
Na 60-69 168 18.5 Severe No
Na 70-79 182 36 Mild No
Na 80-89 177 31.8 Severe No
Na 70-79 187 22 Critical No
Na 70-79 184 14 Severe No
Na 80-89 186 21 Asymptomatic No
Na 90-99 173 18 Critical Yes
Na 70-79 174 38 Severe No
Na 70-79 176 NA Mild No
Na 90-99 176 NA Critical Yes
Na 80-89 188 NA Mild No
Na 60-69 183 27 Asymptomatic No
Na 80-89 Not vaccinated NA Mild No
Na 50-59 152 21.3 Asymptomatic No

Na: not applicable; NA: not available.
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clear. Of note, in our cases, in particular case patients, 
the time from vaccination was considerable. The short-
est interval was 142 days (5 months), and many of our 
case patients advanced to severe disease. Data from 
Israel imply that the main reason for the increase in 
COVID-19 cases in summer is indeed waning immunity, 
and a third vaccine dose, 5 months after the second 
dose will possibly result in trend reversal [13,14].

Conclusion
This nosocomial outbreak exemplifies the high trans-
missibility of the SARS-CoV-2 Delta variant among 
twice vaccinated and masked individuals. This sug-
gests some waning of immunity, albeit still provid-
ing protection for individuals without comorbidities. 
However, a third vaccine dose may be needed, particu-
larly in individuals with risk factors for severe COVID-
19. Appropriate use of masks, especially in high-risk 
settings is advised.
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An outbreak caused by the SARS-CoV-2 Delta variant 
(B.1.617.2) spread from one inpatient in a secondary 
care hospital to three primary care facilities, resulting 
in 58 infections including 18 deaths in patients and 45 
infections in healthcare workers (HCW). Only one of 
the deceased cases was fully vaccinated. Transmission 
occurred despite the use of personal protective equip-
ment by the HCW, as advised in national guidelines, 
and a high two-dose COVID-19 vaccination coverage 
among permanent staff members in the COVID-19 
cohort ward.

Introduction
The severe acute respiratory syndrome coronavirus 2 
(SARS-CoV-2) Delta variant of concern (Phylogenetic 
Assignment of Named Global Outbreak (Pango) lineage 
designation B.1.617.2) has been suggested to be more 
transmissible than the Alpha (B.1.1.7) variant [1], which 
is more transmissible than the wild-type SARS-CoV-2 
virus [2-4]. We describe here an outbreak caused by 
the Delta variant that originated from one inpatient in 
a secondary care hospital and spread within the hos-
pital and to three primary care facilities; we describe 
our experiences in controlling it. Cases were detected 
among patients, healthcare workers (HCW) and in 
the community. Both symptomatic and asymptomatic 
infections were found among vaccinated HCW, and sec-
ondary transmission occurred from those with symp-
tomatic infections despite use of personal protective 
equipment (PPE).

Setting and outbreak onset
Tavastia Proper healthcare district (HD), with a popu-
lation of 171,000, is one of the 20 geographically and 
administratively defined HD in Finland. This HD has 

one central hospital providing secondary care and 
six healthcare facilities providing primary care, one 
of which is a district hospital while the other five are 
healthcare centre wards. The central hospital has 184 
beds in eight wards and an intensive care unit (ICU). 
In the central hospital, patients who have symptoms 
compatible with coronavirus disease (COVID-19) are 
tested upon admission with a nasopharyngeal SARS-
CoV-2 real time reverse transcriptase (RT-PCR) test 
(Supplementary data). Patients with a high clinical sus-
picion of COVID-19 are treated in isolation until there 
are at least two negative tests 24 hours apart.

In early May 2021, a patient with COVID-19-associated 
pneumonia and travel history in Asia was hospital-
ised for 4 days in the COVID-19 cohort in Ward 1 of 
the central hospital. This index patient had a positive 
test for SARS-CoV-2 9 days before hospitalisation and 
was admitted to an isolation room. Six days after the 
discharge of the index patient, two secondary case-
patients tested positive for SARS-CoV-2 in Wards 1 
and 2 (Figure). Exposed roommates (n = 8) and unvac-
cinated healthcare workers (n = 11, 10 of whom were 
HCW students) were quarantined. As additional cases 
were detected, Wards 1, 2 and 3 were closed from new 
admissions. All patients were treated with contact and 
droplet precautions three days following the identifica-
tion of the first secondary cases.

The outbreak spread to four wards in the central hos-
pital. According to the place of exposure, most cases 
(31 case-patients and 21 HCW-cases) were in Wards 
1 and 2, one case-patient was in Ward 3 and seven 
cases (four case-patients and three HCW-cases) were 
in another ward located on a different floor (Ward 4). 
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Figure.
Outbreak caused by the SARS-CoV-2 Delta variant from one infected index patient in a central hospital, Tavastia Proper 
healthcare district, Finland, May 2021 (n = 103)
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C: ward closure; COVID-19: coronavirus disease; HCW: healthcare worker; S: ward screening; SARS-CoV-2: severe acute respiratory syndrome 
coronavirus 2.

A) Start of the outbreak in Ward 1 (COVID-19 cohort), 2 and 3 in the central hospital. The rooms of the index case (1), case-patients 2-8 and
other case-patients (> 8, marked with x) are indicated.

B) Hospitalisations in the central hospital and transfers to primary healthcare facilities for the index patient and case-patients 2–8 during
the outbreak. A pink diamond indicates the date of SARS-CoV-2 laboratory confirmation and the black triangle indicates the date of death.
The index patient had a SARS-CoV-2-positive test several days before hospital admission. Case-patient 2 was not laboratory-confirmed for
SARS-CoV-2 before death, but had symptoms and transmitted the disease to a family member, healthcare workers and a roommate, who were
all laboratory-confirmed for SARS-CoV-2.

C) Epidemic curve showing case-patients and HCW-cases by date when a positive SARS-CoV-2 sample was taken and place of exposure. Case-
patients whose diagnosis was made after discharge from the exposure ward are marked with #. The date of diagnosis was missing for three
HCW-cases in Primary care facility 1. Three HCW-cases who had worked both in Wards 1 and 2 are marked accordingly.
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Exposure to SARS-CoV-2 occurred in almost every 
unit of the central hospital. Some exposed patients 
had been transferred to four of the six primary care 
facilities. In three of these four facilities, the outbreak 
spread through transfers that took place before the 
outbreak was detected. In the fourth facility, the trans-
fer happened after outbreak detection and the exposed 
patient was quarantined and there was no further 
spread.

Sequencing detection of the Delta variant
The sequencing results of the index patient as well 
as results of Case-patients 4 and 5, a staff member 
exposed to Case-patient 2, and several other (n = 32) 
outbreak-related samples showed that the outbreak 
was caused by the Delta variant (GISAID Accession IDs: 
EPI_ISL_2557176-EPI_ISL_2557210) [5].

In total, 317 laboratory findings positive for SARS-
CoV-2 were notified to the National Infectious Diseases 
Register (NIDR) in Tavastia Proper HD in May 2021; 44% 
(141/317) were sequenced (NIDR, data taken 28 June 
2021) and 41% (58/141) were the Delta variant, all but 
one with known transmission chains.

Ethical statement
As the data displayed in this article is a result of an 
outbreak investigation (legal task of Finnish Institute 
for Health and Welfare and HD according to the 
Communicable Disease Act), ethical approval was not 
needed.

Extent and spread of the outbreak
We defined a case-patient or HCW-case as a person 
with a positive SARS-CoV-2 RT-PCR test with a known 
exposure to a SARS-CoV-2 outbreak, either when 
admitted (patient) or when working in one of the four 
healthcare facilities (HCW).

In total, 58 case-patients were detected (Table 1), 18 
of whom died. For the deceased case-patients, the 
median age was 80 years (range: 62–96), 11 were men, 
one was vaccinated with two doses, 11 with one dose 
and six were unvaccinated. For the majority of the 
deceased case-patients, COVID-19 likely contributed to 
their death. All had an underlying condition requiring 
hospital treatment prior to COVID-19 infection. There 
were 45 HCW-cases in four healthcare facilities (the 
central hospital and three primary care facilities; Table 
1). There were no hospitalisations or deaths among the 
HCW-cases. Secondary infections (n = 62) occurred 
also in community in close contacts of case-patients 
and HCW-cases.

At the time of the outbreak, 24 of 29 permanent HCW 
in Ward 1 were fully vaccinated with two doses of 
Comirnaty (BNT162b2 mRNA, BioNTech-Pfizer, Mainz, 
Germany/New York, United States), two of 29 had 
received one dose of Comirnaty when preceded by lab-
oratory-confirmed SARS-CoV-2 within 6 months, two of 
29 had received one dose of Comirnaty, and one of 29 
was unvaccinated. In Ward 2, all (17/17) permanent HCW 
were fully vaccinated with Comirnaty. Vaccinations 
were given at a 3-week interval until mid-February 

Characteristics

Case-
patients 
 
(n = 58)

HCW-
cases 
 
(n = 45)

Total 
 
(n = 103)

Age in years (range) 73 (30–97) 38 (19–62) -

Sex: men (%) 28 (48) 0 (0)

Deaths (%) 18 (31) 0 (0)

Vaccinated against SARS-CoV-2a

Two doses 2 18 20

One dose 42 6 48

Unvaccinated 14 21 35

Place of exposure to SARS-CoV-2 

Central hospitalb 36 26 62

Primary care facility 1 13 9 22

Primary care facility 2 3 3 6

Primary care facility 3 6 7 13

COVID-19: coronavirus disease; HCW: healthcare workers; SARS-CoV-2: severe acute respiratory syndrome coronavirus 2.
a The vast majority of HCW (>90%) were vaccinated with Comirnaty (BNT162b2 mRNA, BioNTech-Pfizer, Mainz, Germany/New York, United 
States).
b Central hospital includes Wards 1-4.

Table 1.
Characteristics of COVID-19 case-patients and healthcare worker-cases, Tavastia Proper health district, Finland, May 2021 
(n = 103)
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2021, and thereafter the interval was extended to 12 
weeks.

There were a few patients who contracted COVID-19 
who had stayed solely in their single or two-person 
room and were cared for by fully vaccinated HCW (with 
universal masking), suggesting transmission from a 
vaccinated HCW-case. All staff members in Wards 1, 
2 and 3 were screened for SARS-CoV-2 by RT-PCR the 
week after outbreak detection; screening in Ward 4 
on the other floor was done the following week after 
the detection of secondary cases. Five asymptomatic 
infections were identified among fully vaccinated staff 
members; one developed symptoms only after the 
positive RT-PCR screening test (CT value: 17) and four 
remained asymptomatic (CT values: 28, 32, 33 and 34, 
suggesting low infectivity [6]). There was no second-
ary transmission from the four identified asymptomatic 
fully vaccinated HCW.

There was high vaccine coverage among permanent 
staff in the central hospital, but lower for HCW in 
primary healthcare facilities and among students in 
training and staff members who had no direct patient 
contact (Table 2). This is in line with the strict national 
COVID-19 vaccination strategy during a period of lim-
ited vaccine supply, which emphasised the prioritisa-
tion of HCW based on their statute and job description 
in order to have more vaccines available for elderly 
people and medical risk groups.

Among the fully vaccinated, symptomatic HCW-cases 
in the central hospital (n = 8), there were five cases 
for whom we had follow-up data unconfounded by 
other exposures to evaluate secondary transmission. 
Two HCW-cases with symptoms transmitted the infec-
tion to their household contacts and patients and one 
who also infected a HCW colleague within 4 days from 
the symptom onset. One HCW-case with symptoms 

transmitted the infection only to a household contact 
nearly 2 weeks after the disease onset of the HCW-
case. Two HCW-cases did not infect anyone. We were 
not able to obtain complete data for the secondary 
transmission from all case-patients.

Of all the identified HCW-cases, five remained com-
pletely asymptomatic. The remaining HCW (n = 36, 
information missing for n = 4) had at least mild symp-
toms that, for a few, developed after screening. At the 
very beginning of the outbreak in Ward 1 and 2 and 
later in Ward 4, there was transmission that we could 
not trace; this could only be explained by infected 
HCW, suggesting that we most likely were not able to 
identify all HCW cases with mild or no symptoms.

Infection control measures
In the central hospital, COVID-19 patients are cohorted 
in Ward 1, which has 28 beds in 14 rooms. Four iso-
lation rooms are equipped with negative pressure, 
while for the other 10 rooms, incoming air enters from 
a common supply line through a room-specific pipe 
and outgoing air exits through a room-specific pipe to 
a common exit line. The air supply and exit lines for 
Ward 1 are separated from those of Ward 2 and Ward 3 
located at the same floor. Some staff members, medi-
cal doctors, physiotherapists and cleaning staff are 
shared by Ward 1 and 2.

HCW used PPE (visor, long sleeved apron, gloves and 
surgical mask) in COVID-19 patients’ care. FFP2/3 respi-
rators were used in aerosol-generating procedures and 
intensive care. Surgical masks were used by HCW in all 
contexts with patient contact (i.e. universal masking). 
Visitors were only allowed if they were asymptomatic 
and they were advised in hand hygiene and surgical 
mask wearing. Patients were encouraged to use surgi-
cal masks.

HCW occupation Vaccinateda Unvaccinated Total

2 doses 1 dose
HCW with direct patient contactb 17 4 7 28

HCW students 0 0 8 8

Other staffc 1 2 6 9

Total 18 6 21 45

HCW: healthcare worker; SARS-CoV-2: severe acute respiratory syndrome coronavirus 2.

a The vast majority of HCW (> 90%) were vaccinated with Comirnaty (BNT162b2 mRNA, BioNTech-Pfizer, Mainz, Germany/New York, United 
States).

b Includes 2 HCW with one dose of vaccine and previous laboratory-confirmed SARS-CoV-2 infection.

c Includes hospital cleaners and secretaries.

Table 2.
Healthcare worker-cases and vaccination status by occupation, Tavastia Proper healthcare district, Finland, May 2021 
(n = 45)
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Discussion
Since the start of the COVID-19 pandemic and as of 7 
July 2021 in Finland, the cumulative number of labora-
tory-confirmed COVID-19 cases was 97,049 and that of 
COVID-19-related deaths was 976 (population: 5.5 mil-
lion inhabitants). Before the outbreak described here, 
the 14-day incidence for laboratory-confirmed SARS-
CoV-2 infections was 57 per 100,000 inhabitants for 
Tavastia Proper HD, and 52 cases per 100,000 inhab-
itants in the total Finnish population (source: NIDR). 
During the two weeks preceding the outbreak, 30% 
(856/2,848) of SARS-CoV-2-positive samples in Finland 
were sequenced (Supplementary data); of these, 57 
were consistent with the Delta variant. Up to this point, 
there had only been one case of SARS-CoV-2 Delta 
variant in Tavastia Proper HD with a known transmis-
sion chain and no secondary transmission. Of note, 
at the start of the outbreak, vaccination coverage was 
the same in Tavastia Proper HD as in all of Finland i.e. 
35% for the first dose and 4% for the second dose. The 
majority of those vaccinated were in the older age and 
medical risk groups.

This outbreak, which was caused by the SARS-CoV-2 
Delta variant and led to 18 deaths in elderly people, 
occurred in four healthcare facilities despite the use of 
PPE, increasing vaccine coverage and universal mask-
ing by HCW. The technical department of the hospital 
did not deem possible that ventilation could explain 
the outbreak. Direct and indirect contact transmission 
are not considered to have an important role in SARS-
CoV-2 transmission, compared to droplet transmission 
[7]. Pre-symptomatic yet infectious COVID-19 patients 
with varying incubation periods made it difficult to con-
tain transmission both in the community and health-
care settings. It is possible that transmission occurred 
from asymptomatic/pre-symptomatic HCW to patients 
and other HCW. Although the first case-patients were 
diagnosed within 24 hours from symptom onset, 
the delay was enough for the outbreak to spread via 
patient transfer.

Breakthrough infections with the Delta variant and 
further transmission from fully vaccinated, sympto-
matic HCW occurred. Secondary transmission followed 
similar asymmetry as described with SARS-CoV-2 in 
unvaccinated individuals [8-10]. A recent study sug-
gests reduced vaccine effectiveness of 36% against 
symptomatic disease caused by the Delta variant after 
one dose of Comirnaty vaccine [11], but excellent pro-
tection after full course; depending on disease sever-
ity, Comirnaty vaccine provides 88–92% protection 
against the Delta variant [11,12], and we saw similar 
rates among the fully vaccinated HCW in Ward 1.

To control the outbreak, surgical masks were replaced 
by FFP2 respirators when HCW are in close contact with 
a laboratory-confirmed COVID-19 patient, as supported 
by literature [10,13,14]. Previously FFP2/3 respirators 

were only used in aerosol-generating procedures and 
intensive care units. The Finnish national guidelines 
regarding use of PPE when treating patients with 
COVID-19 were changed accordingly based on ongo-
ing discussion [15], even though we could not prove 
the airborne transmission during the outbreak. This 
was supported by the current good availability of FFP2 
respirators.

In conclusion, this outbreak demonstrated that, 
despite full vaccination and universal masking of 
HCW, breakthrough infections by the Delta variant via 
symptomatic and asymptomatic HCW occurred, caus-
ing nosocomical infections. As the Delta variant con-
tinues to spread in Europe, we suggest that utilization 
of FFP2/3 respirators while treating COVID-19 patients 
should be included in national guidelines.
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	Last Name: Jomha
	First Name: Nadr
	Check Box1: 1
	medical exception: Off
	other exception: Yes
	i acknowledge: Off
	Number of years you have known the individual named in Part 1 as a patient of yours: 
	covid vaccine: Off
	vaccine that are noted in the references provided: 
	If yes please specify reason: 
	covid vaccine medical: Off
	listed as a contraindication or recommended precaution: 
	If yes please specify reason_2: 
	perminant: Off
	If your patient has a medical condition that precludes COVID19 immunization then what is the anticipated: 
	vaccine below: Off
	Date Vaccine Received ddMonyyyy: 
	1: Off
	Moderna: 
	Were there any adverse reactions after receipt of COVID19 vaccine If yes please provide details eg timing of reaction in relation to when vaccine was received nature of the adverse reaction any required treatment etc and confirm if the Adverse Event Following Immunization AEFI was reported to Public Health httpswwwalbertahealthservicescainfoPage16187aspx Please provide any AEFI documentation if available: 
	Is there any additional information that you feel would be pertinent to your patients request for an exception on medical grounds to AHS COVID19 immunization policy: 
	Primary Care Provider Name: 
	Relevant Alberta Regulatory College: 
	Date ddMonyyyy: 
	If there are any grounds other than medical on which you are requesting an exception under the Policy please describe those grounds and any relevant associated context: My request for non-medical exemption is based on the Alberta Human Rights Act which states in its preamble “WHEREAS recognition of the inherent dignity and the equal and inalienable rights of all persons is the foundation of freedom, justice and peace in the world” followed by:
“Discrimination re goods, services, accommodation, facilities 
4 No person shall 
…
(b) discriminate against any person or class of persons with respect to any goods, services, accommodation or facilities that are customarily available to the public, because of the race, religious beliefs, colour, gender, gender identity, gender expression, physical disability, mental disability, age, ancestry, place of origin, marital status, source of income, family status or sexual orientation of that person or class of persons or of any other person or class of persons.”
And;
“Discrimination re employment practices 
7(1) No employer shall 
(a) refuse to employ or refuse to continue to employ any person, or 
(b) discriminate against any person with regard to employment or any term or condition of employment, because of the race, religious beliefs, colour, gender, … of that person or of any other person.”

My request for exemption is my deeply held Islamic religious belief that my body is sacred and that my body and mind are solely owned by God and me and I shall not willingly do anything that is against my inner sanctity. I have held this belief since it was instilled in me as a child but honed over the past 30+ years through regular prayer, fasting, abstinence from toxic substances, compassionate life practice and deep thought. This relates to the vaccine in the following ways. 
1.	I view my body as sacred and I strive to only put pure, natural substances into it. It is a basic Islamic principle that your body is sacred and a gift from God which should be treated with the utmost respect. I treat my body as such. I do not smoke, drink alcohol or do any drugs. I eat healthy and exercise regularly. The vaccines are designed to engineer my own cells to produce a spike protein which has conclusive been shown to be toxic in published literature. I will not knowingly and willing introduce toxic substances into my body as I have not done for the past 55 years. 

2.	My mind is mine to control.  Autonomy is considered as the essential ethical principle by many ethicists and this autonomy is sanctified in Islam. Further, it is an established Islamic principle that no one is allowed to usurp another person’s rights without their permission. This leads to the issue of informed consent which is the bedrock of modern medical practice. Informed consent involves discussion of all real and possible benefits and risks of a treatment. It also includes the option to accept or decline treatment.

In conclusion, supported by my Islamic imam (letter attached) and based on my deeply held and long-lived belief in the Islamic principles of sanctity of body, autonomy and informed consent, I request an exemption from taking the vaccine. 

I DO NOT CONSENT to the access, distribution or release of my personal medical information or status to ANY extent.



	Date ddMonyyyy_2: 08-Nov-2021


